


Results in Figure 3, with individual component mass identification

Figures 2, 3, and 4 illustrate the systematic interpretation 11 Figure 4. .

of the complex polymer distributions by LC/MS. The total The. det.alled mass spectra Of. the three samPles are
ion chromatogram (TIC) of each of the three samples shown in Figure 3, where the existence of multiple
analyzed is shown in the top trace of Figure 2. The polymer distributions in all three products is clearly seen.
averaged mass spectra in the bottom reveals the complex However, the polymer distribution patterns are different
polymer distributions contained in each sample, which ar.ld umque m each sample. Onlyl one major Polymer dis-
can be seen in the chromatograms. These complex traces tribution is found in sample C with a mass difference of

are separated into individual polymeric distribution series 22 MU, while three major polymer distribution patterns

RT 000- 1698 SM 5G RT. 0001699 SM 30 RT 000-169% 5M 3G
758 ML 2.84ET 7. NL 1. T2ET 509
00 A Base Pask F- {0.0] +p Basa Poak . (0.0] +p oy 4 S14
782 ESI corona sic=75.00 ES| corana 5id=75.00
Set=1306.00 Full ma | dnt=1306.00 Full ms [
150.00-1200.00) ME 180.00-1200.00] MS
Sample A e B

ML 1.08ET
Bass Pook F. {00} +p
ESI corona sid=T5.00
LE L) Set=1306.00 Full ma [
150.00-1200 00] MS
Sampha C

3

5.8
AP 1

o o] 704
E 825 ] E 584
a0 A48 &0 80
] 3 4m
L ] 50
Sample A : i Sample B : 7 Sample C
g el 5 40 s 40
0] ] 07
3 oz
20° 20 20
1324 4
1 il ’( e
ofavrirrrrasorans ot fot L SR e
o L} 10 L] o L3 o L] 10 15
Time (min) Time (min} Tirrsts (mir)
‘Sample A Sample B Sample C
100 883 1001 ¥00 BO0.80
%0 % 503
o] o] %] Ta28s
o o 704
£ oo { o] f e
F 3 i 3 £ 3
2 a0 2 w0 2 e
I I e
2 407 é ] g 403
0] ] 0]
20 20 0
3 3 3 1.39
10 105

200 400 800 800 000 1200

Figure 2: Total ion chromatograms of samples A, B, and C with averaged mass spectra 3 to 15 minutes
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Figure 3: The averaged mass spectra of three samples indicated the presence of multiple polymer distributions in each sample




are visible in both samples A and B with a mass difference
of 72 amu and two 36 amu difference patterns in each.
Samples A and B contain similar distribution patterns,
however the data suggest that these polymers are different
due the mass differences in each of the distributions. The
abundance ratios differ for each of the polymer samples
as shown in Figure 3.

The expanded baseline of Sample B, with clearly
defined hydrocarbon separation of the complex mixture
due to the separation efficiency of the small particle
column is shown in Figure 4. The extracted mass spec-
trums for each of the chromatographic peaks shown
below each chromatogram confirm complete separation
of all polymer components.
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Figure 4: Three sets of polymer distributions in Sample B separated by HPLC. The mass spectrum of each chromatographic peak for the region highlighted in

green is sequentially displayed under the chromatogram.
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GC/MS Results of Sample C
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Figure 5: Representative GC/MS results of sample C. The TIC collected from the mass range of 50 to 1050 m/z is shown in the top trace.
The averaged mass spectra from 2 to 14 minutes in the bottom screen reveals the majority of mass distributions occurred below 200 m/z.




Confirmation studies were run by GC/MS with a
temperature ramp from 40°C to 300°C, with the results
of sample C shown in Figure 5. Comparison of mass
distribution between GC/MS and LC/MS show common
identification of lower boiling point components, while
the higher /2 components shown in the LC/MS results
do not appear to be volatilized for detection by GC/MS.

Conclusions

An LC/MS method was successfully established for the
analysis of high boiling point components in commercial
polymeric fuel additives using a simple sample preparation
process. The patented cone-wash feature of the MSQ Plus
enabled the mass spectrometer to operate with no sample
deposition on the skimmer cone over an extended series
of experiments. The high 71/z components in each of the
samples were easily separated and identified using this
method, providing supplemental information to conven-
tional GC methods which are limited by sample volatility.
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